
 Waddlia chondrophila WSU 86-1044T [AF042496] 

 Chlamydia trachomatis A/Har-13T [D89067, U68438] 
 Chlamydia muridarum MoPnT [D85718] 

 Chlamydia suis S45T [U73110] 
 Chlamydophila pneumoniae  TW-183T  [Z49873, U76711] 
 Chlamydophila pecorum E58T [U73785, D88317] 

 Chlamydophila felis FP BakerT [D85701] 
 Chlamydophila caviae GPICT [D85708] 

 Chlamydophila sp. CPSSNAKE 
 Chlamydophila sp. CPSCROC 

 Chlamydophila abortus B577T [AB001783, D85709] 
 Chlamydophila psittaci 6BCT  [AB001778, M13769] 

 CRG65 
 CRG62 

 CRG84 
 CRG87 

 CRG82 
 CRG11 

 CRG77 
 CRG80 

 CRG85 
 CRG88 
 CRG7

 CRG12 
 CRG20 

 CRG10 
 CRG14 

 CRG1 
 CRG66 

 CRG69 
 CRG74 

 CRG79 
 CRG81 

 CRG95 
 CRG22 

 CRG96 
 CRG39 

 CRG17 
 CRG5

 CRG3  Simkania negevensis ZT [L27666] 
 CRG31 

 CRG75 
 CRG15 

 CRG16 
 CRG53 

 CRG54 
 CRG89 

 CRG91 
 CRG42 

 CRG43 

 CRG28 
 CRG70 

 CRG8 
 CRG27 

 CRG71 
 CRG18 
 CRG9 

 CRG19 
 CRG30 

 CRG38 
 CRG37 
 CRG45 

 CRG29 
 CRG41 

 CRG24 
 CRG51 
 CRG35 

 CRG23 
 CRG76 

 CRG56 
 CRG59 

 CRG57 
 CRG55 

 CRG78 
 CRG26 

 CRG34 
 CRG13 

0.05 substitutions/site

59 

98 
100 

81 

94 

91 

 outgroups 

 CRG21 
 CRG98 

 CRG50 
 CRG48 

 CRG49 
 CRG46 

 CRG63 
 CRG64 

 Parachlamydia acanthamoebae Bn9T  [Y07556] 
 CRG86 

 CRG67 
 CRG92 

 CRG97 
 CRG83 

 CRG52 
 CRG60 
 CRG61 

 CRG93 
 CRG94 

 CRG25 
 CRG90 

 Endosymbiont UWE1 [AF083614] 
 CRG47 

 CRG2 
 CRG6 

 CRG68 
 CRG4 

 CRG72 
 CRG73 

 Endosymbiont UWE25 [AF083615] 
 CRG58 

 CRG44 
 CRG36 

 CRG32 
 CRG33 
 CRG40 

 Chlamydia suis CTRAUS5 

100 

80 100 

90 

54 99 

81 

64 

92 

57 

100 

98 

100 

54 

60 

64 
67 

100 

100 

69 
93 

98 

65 64 60 100 

100 

100 

96 

98 

92 

100 

51 

84 

100 

96 

98 

83 

100 

97 

100 

96 

85 

83 

70 
99 

85 

70 

73 
99 

79 

79 

 Endosymbiont UWC22 [AF083616]  Endosymbiont TUME1 [AF098330] 
 Neochlamydia hartmannellae [AF177275] 

Fig 1. Phylogenetic tree inferred by 
neighbour-joining from a Jukes- 
Cantor distance matrix 
in 1000 bootstraps. 


